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used to classity the cells as
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and uninfected cells are not
clearly distinguished. Five
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logistic regression. If logistic
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Conclusions

We are in the process of developing a hyperspectral
stimulated emission depletion (STED) microscope,?
which will combine the advantages of super-resolution
microscopy and hyperspectral imaging. Additionally,
by employing a supercontinuum laser, the
hyperspectral STED will support both a wider range of
fluorophores as well as excitation-emission mapping. e A

» Viral pathogens can be detected solely based
upon cellular response without using specific
atfinity reagents.

* Hyperspectral imaging and MCR allow the
evaluation of morphological and spectroscopic
signatures of viral infection.

* Due to heterogeneity within the uninfected and
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