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drawbacks: they may miss novel sequence variants, and may pick up non-functional or
non-expressed genes, and are usually limited to detecting a few common genes per test.
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We obtained purified DNA from the following ATCC control strains:

ATCC Strain 2% Agarose + EtBr gel image of

carbapenemase multiplex with
“universal” 16S primer control,
showing expected bands at

K. Pneumoniae BAA-2146 Multi-drug resistant; bla,,. negative, bla,p,,.; positive 129, 370, and 538 bp.

National Laboratories Laboratory-  a gradual slowing of migration. One solution is to include leading & trailing

Directed Research and  “reference bands” to tie each run to the size standard.
Development (LDRD) program.

Sandia National Laboratories is a :
multi-program laboratory managed Conclusions & Future Work

and operated by Sandia ¢ Ultra-sensitive chip electrophoresis should allow PCR detection with fewer

K. Pneumoniae BAA-1705 KPC positive control for modifiied Hodge test (MHT)

K. Pneumoniae BAA-1706 Negative control strain for modified Hodge test

We optimized a “conventional” multiplex PCR reaction for these primers and these strains. Corporation, a wholly owned samples with lower reaction volume, but we need to tighten up the migration
Final conditions were [pmol/pL] each primer, 57 C annealing temperature, 1 ng template DNA subsidiary of Lockheed Martin times.

in.a 25 ulL reaction. As a positive control for amplificati?n, we used either a “universal” 16S Corporation, for the UsS. + The low power rapid thermal cycler with integrated sample prep will enable
primer  set (DG74 + RWO1), or the “ENT" 165 primer set. This set targets most Department of Energy's National operations in limited resource settings (hospital/point-of-care)

Enterobacteriaceae and Vibrioaceae but is less sensitive to contamination than “universal”
16S primers. We obtained positive amplification in 30 cycles from 50-500 pg of bacterial
genomic DNA in a 25 pl reaction.
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* The drug resistance multiplex will be expanded, and validated against more
Isolates.




