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1. Introduction

Sandia’s Materials Characterization Department 1822 employs a variety of tools for bioscience research for both 3. Emerging Capabilities — thermal techniques coupled to large molecule analysis — polymers and
internal and external customers. The variety of equipment and expertise accessible internally enables cutting-edge peptides. A new technique has been demonstrated in which peptide and polymer samples can be thermally
analytical measurements. Additional methods and instrumentation not discussed here are also available, from gas treated and/or their thermal properties investigated using a microfabricated hotplate[1,2]. Following these tests
measurements to unknown determination to collaborative research and development. the sample can be interrogated directly using MALDI-MS (matrix-assisted laser desorption ionization) or DESI-MS
| (desorption electrospray ionization) to measure intact high-molecular weight products[3,4]. BENEFITS: direct
2. Traditional separations, multiple detection platforms. A Internal  “Tricisin molecular analysis, high-mass (>1000 dalton), precise thermal control, calorimetric measurements.
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3 MS and break apart. R F P .S e . Traditional analytical capabilities are enabling quantitative, qualitative, molecular weight, elemental, and isotopic
. T measurements of organic and inorganic species including polymers and peptides. Other analyses performed in
- 1060.56 5:- MS/MS | our lab include identification of unknowns, bio-diesel and chemical weapon analysis, and new thermal
‘ me N\ , | measurement and preparation techniques utilizing SNL microfabricated hotplates. These capabilities have wide-
| | S A Measure or N T IR ranging application to bioscience research, and are in-house. A range of services from simple measurements to
m/z confirm b Win ‘ 999999 full collaborative research are available.
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