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KBase Mission

An open-source analysis platform that enables discovery and knowledge creation to build 
a stronger, more collaborative research community

*FAIR data best practices; scalable data science; transparent, reproducible, and reusable methods*
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Our DOE Community - JGI, EMSL, ESS-DIVE

• Working towards:
• Enabling seamless push-pull access to data
• Co-development of community resources
• Integration of tools and pipelines

• Future:
• Support for standard workflow tools to simplify sharing workflows
• Exploring shared infrastructure (w/ JGI at LBL)
• Tracking data from sample to publication
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Building user communities with Orgs

Build Organizations for shared 

research, projects, and institutions

Share data and Narratives among 

colleagues

Notifications for updates in your 

organizations and Narratives
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30 active/near future engagements

● 10 DOE science focus areas

● JGI MAG compendia

● Microbiome and viral genomic tools

● Protein-ligand integration tools

Featured Organizations on KBase

● ORNL KBase Protein Structure

● LLNL Bioenergy SFA

● ENIGMA SFA

● The JGI

● Trent Northen (Web of Microbes)
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Building User Working Groups
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narrative.kbase.usKBase Narrative Interface



KBase Narrative Interface
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KBase Narrative Interface
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Narrative: collection of data, tools, data products
Provenance: owner, workspace ID

https://narrative.kbase.us/narrative/27895
https://kbase.us/n/27895

doi: 10.kbase#.workspaceID.OSTI#

KBase Narrative Interface
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KBase as the model for: 

Open, team science enabled 
by FAIR data, reproducible 

methods and results, and an 
approachable UI streamlined 

to encouraging credit, 
transparency, and 

responsibility.
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