
The exhibit ‘“nderstanding Our Genetic Inheritance” at the Br-adbtoy
Science Museum in Los Alamos, New Mexico, describes the LANL Center
for Human Genome Studies’ contributions to the Human Genome Project.
The exhibit’s centerpiece is a 16-foot-long version of LANL’s map of human
chromosome ]~. [Sonrce: ML Center for Human Genome Studies]
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Future Plans

LANL has joined a collabo-
ration with California Institute of Tech-
nology and The Institute for Genomic
Research to construct a BAC map of
the p arm of human chromosome 16
and to complete the sequence of a 20-
milIion–base region of this map.

In its evolving role as part of the new
DOE Joint Genome Institute, LANL
wilI continue scaleup activities focused
on high-throughput DNA sequencing.
Initial targets include genes and DNA
regions associated with chromosome
structure and function, syntenic break-
points, and relevant disease-gene loci.

A joint DNA sequencing center was es-
tablished recently by LANL at the Uni-
versity of New Mexico. This facility is
responsible for determining the DNA
sequence of clones constructed at LANL,
then returning the data to LANL for
analysis and archiving.


