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DESCRIPTION - SIMSEQ reconstructs sequences from oligos. Similar known
sequences are used as a reference. At present, simulated data are
being used to develop the algorithm. SIMSEQ generates an initial
random sequence, then generates a second sequence that is 60 to 90
percent similar to the first. Next, the second sequence is chopped
into its appropriate oligos. All possible sequences are
reconstructed to determine the most similar. Those with the highest
similarity are printed as output.
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