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DESCRIPTION - CORD is an implementation of an algorithm for determining
the order of clones from shotgun clone libraries.
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METHOD OF SOLUTION - Intensities of hybridization signals of the
complete set of clones with 100-200 oligonucleotide probes are
input. Based on these data, similarities between individual clones
are calculated. Pairs of clones with the highest similarity wvalues
are used as seed for further ordering. In the next step, the
complete set, or the subsets of signal intensities defined on the
basis of previously linked clones are used to connect pairs of
clones having maximal average similarity. Maps of ordered clones
are produced.
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