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Completed Projects
Construction of a Human Genome Library Com-
posed of Multimegabase Acentric Chromosome
Fragments

Michael J. Lane, Peter Hahn, and John Hozier

Reagents for Understanding and Sequencing the
Human Genome
J.R. Korenberg, X-N. Chen, S. Mitchell,
S. Gerwehr, Z. Sun, D. Noya, R. Hubert,
U-J. Kim, H. Shizuya, X. Wu, J. Silva, B. Birren,
T.J. Hudson, P. de Jong, E. Lander, and M. Simon

Development of Diallelic Marker Maps Using
PCR/OLA
Deborah A. Nickerson and Pui-Yan Kwok

Multiplex Mapping of Human cDNAs
William C. Nierman, Donna R. Maglott, and
Scott Durkin

Physical Mapping in Preparation for DNA Sequencing
Andreas Gnirke, Regina Lim, Gane Wong,
Jun Yu, Roger Bumgarner, and Maynard Olson

Construction of a Genetic Map Across Chromosome 21
Elaine A. Ostrander

Integrated Physical Mapping of Human cDNAs
Mihael H. Polymeropoulos

Sequence-Tagged Sites for Human Chromosome 19
cDNAs
Michael J. Siciliano and Anthony V. Carrano

c¢DNA/STS Map of the Human Genome: Methods

Development and Applications Using Brain cDNAs
James M. Sikela, Akbar S. Khan, Arto K.
Orpana, Andrea S. Wilcox, Janet A. Hopkins, and
Tamara J. Stevens

Physical Structure of Human Chromosome 21
Cassandra L. Smith, Denan Wang,
Kaoru Yoshida, Jesus Sainz, Carita Fockler, and
Meire Bremer

Physical Mapping of Human Chromosome 16
David F. Callen, Sinoula Apostolou, Elizabeth
Baker, Helen Kozman, Sharon A. Lane,
Julie Nancarrow, Hilary A. Phillips, Scott A.
Whitmore, Norman A. Doggett, John C. Mulley,
Robert 1. Richards, and Grant R. Sutherland

Chromosome Mapping by FISH to Interphase Nuclei
Barbara J. Trask

Flow Karyotyping and Flow Instrumentation Devel-
opment
Ger van den Engh and Barbara Trask

Isolation of Specific Human Telomeric Clones by
Homologous Recombination and YAC Rescue
Geoffrey Wahl and Linnea Brody

Informatics

*A Method for Direct Sequencing of Diploid
Genomes on Oligonucleotide Arrays: Theoretical
Analysis and Computer Modeling

Alexander B. Chetverin

Sampling-Based Methods for the Estimation of DNA
Sequence Accuracy
Gary Churchill and Betty Lazareva

Computer-Aided Genome Map Assembly with
SIGMA (System for Integrated Genome Map
Assembly)
Michael J. Cinkosky, Michael A. Bridgers,
William M. Barber, Mohamad Ijadi, and
James W. Fickett

Informatics for the Sequencing by Hybridization
Project
Aleksandar Milosavljevic and Radomir
Crkvenjakov

Sequencing by Hybridization Algorithms and
Computational Tools

Radoje Drmanac, Ivan Labat, and

Nick Stavropoulos

HGIR: Information Management for a Growing Map
James W. Fickett, Michael J. Cinkosky,
Michael A. Bridgers, Henry T. Brown, Christian
Burks, Philip E. Hempfner, Tran N. Lai, Debra
Nelson, Robert M. Pecherer, Doug Sorenson,
Peichen H. Sgro, Robert D. Sutherland,
Charles D. Troup, and Bonnie C. Yantis
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