
Restriction enzyme cutting site: A specific nucleotide se-
quenceof DNA at which a particular restriction enzyme cuts
the DNA, Some sites occur frequently in DNA (e.g., every
several hundred base pairs), others much less frequently
(rare-cutte~ e.g., every 10,000 base pairs).

Restriction fragment length polymorphism (RFLP):
Variation between individuals in DNA fragment sizes cut by
specific restriction enzymes; polymo~hlc sequences that
result in RFLPs are used as markers on both physical maps
and genetic linkage maps. RFLPs are usually caused by mu-
tation at a cutting site. See marker.

RFLP: See restriction fragment length polymorphism.

Ribonucleic acid (RNA): A chemical found in the nucleus
and cytoplasm of cells; it plays an important role in protein
synthesis and other chemical activities of the cell. The struc-
ture of RNA is similar to that of DNA. There are several
classes of RNA molecules, including messenger RNA, transfer
RNA, ribosomal RNA, and other small RNAs, each serving
a different purpose.

Ribonucleotide: See nucleotide.

Ribosomal RNA (rRNA): A class of RNA found in the nbo-
somes of cells.

Ribosomes: Small cellular components composed of spe-
cialized ribosomal RNA and proteti, site of protein synthe-
sis. See ribonucleic acid (RNA).

RNA: See ribonucleic acid.

s
Sequence: See base sequence.

Sequence tagged site (STS): Short (200 to 500 base pairs)
DNA sequence that has a single occurrence in the human
genome and whose location and base sequence are known.
Detectable by polymerase chain reaction, STSS are useful for
localizing and orienting the mapping and sequence data re-
ported from many different laboratories and serve as land-
marks on the developing physical map of the human ge-
nome. Expressed sequence tags (ESTS) are STSS derived
from cDNAs.

Sequencing: Determination of the order of nucleotides (base
sequences) in a DNA or RNA molecule or the order of amino
acids in a protein.

Sex chromosome: The X orY chromosome inhuman be-
ings that determines the sex of an individual. Females have
two X chromosomes in diploid cells; males have an X and a
Y chromosome. The sex chromosomes comprise the 23rd
chromosome pair in a karyotype. Compare autosome.

Shotgun method: Cloning of DNA fragments randomly
generated from a genome. See library, genomic library.

Single-gene disorder: Hereditary disorder caused by a mu-
tant allele of a single gene (e.g., Duchenne muscular dys-
trophy, retinoblastoma, sickle cell disease). Compare poly-
genic disorders.

Somatic cell: Any cell in the body except gametes and their
precursors.

Southern blotting: Transfer by absorption of DNA frag-
ments separated in electrophoretic gels to membrane filters
for detection of specific base sequences by radiolabeled
complementary probes.

STS: See sequence tagged site.

T

Tandem repeat sequences: Multiple copies of the same
base sequence on a chromosome used as a marker in
physical mapping.

Technology transfer: The process of converting scientific
findings from research laboratories into useful products by

the commercialsector.

Telomere: The end of a chromosome. This specialized
structure is involved in the replication and stability of linear
DNA molecules. See DNA replication.

Thymine (T): A nitrogenous base, one member of the base
pair A-T (adenine-thymine).

llanscription: The synthesis of an RNA copy from a se-
quence of DNA (a gene); the first step in gene expression.
Compare translation.

Tkansfer RNA (tRNA): A class of RNA having structures
with triplet nucleotide sequences that are complementary to
the triplet nucleotide coding sequences of mRNA. The role
of tRNAs in protein synthesis is to bond with amino acids
and transfer them to the ribosomes, where proteins are as-
sembled according to the genetic code carried by mRNA.
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