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for genetic research was through AEC. In
the early days of nuclear energy develop-
ment, the focus was on radiation effects
and broadened later under ERDA and
DOE to include health implications of all
energy technologies and their by-products.

Today, extensive OBER-sponsored re-
search programs on genomic structure,
maintenance, darnage, and repair con-
tinue at the national laboratories and uni-
versities. These and other OBER
efforts support a DOE shift toward a pre-
ventive approach to health, environment,
and safety concerns. World-class scien-
tists in top facilities working on leading-
edge problems spawn the knowledge to
revolutionize the technology, drive the
future, and add value to the U.S.
economy. Major OBER research includes
characterization of DNA repair genes and
improvement of methodologies and re-
sources for quantifying and characteriz-
ing genetic polymorphisms and their
relationship to genetic susceptibilities.

To carry out its national research and de-
velopment obligations, OBER conducts
the following activities:

.

.

.

.

Sponsors peer-reviewed research and
development projects at universities,
in the private sector, and at DOE na-
tional laboratories (see box, p. 59).

Considers novel, beneficial initiatives
with input from the scientific commu-
nity and governmental sectors.

Provides expertise to various gover-
nmentalworking groups.

Supports the capabilities of multi-
disciplinary DOE national laborato-
ries and their unique user facilities
for the nation’s benefit (p. 61).

Human Genome Program resources and
technologies are focused on sequencing
the human genome and related infor-
matics and supportive infrastructure (see
chart and tables, p. 62). The genomes of
selected microorganisms are analyzed
under the separate Microbial Genome
Program.
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