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he National Center for

Genome Resources

(NCGR) is a not-for-

profit organization cre-

ated to design, develop,
support, and deliver resources in sup-
port of public and private genome and
genetic research. To accomplish these
goals, NCGR is developing and publish-
ing the Genome Sequence DataBase
(GSDB) and the Genetics and Public
Issues (GPI) program.

NCGR is a center to facilitate the flow
of information and resources from ge-

nome projects into both public and pri-
vate sectors. A broadly based board of

governors provides direction and strat-
egy for the center’s development.

NCGR opened in Santa Fe in July 1994,
with its initial bioinformatics work
being developed through a coopera-
tive 5-year agreement with the Depart-
ment of Energy funded in July 1995.
Committed to serving as a resource for
all genomic research, the center

works collaboratively with researchers
and seeks input from users to ensure
that tools and projects under develop-
ment meet their needs.

Genome Sequence
DataBase

GSDB is a relational database that con-
tains nucleotide sequence data (see pie
chart) and its associated annotation
from all known organisms (hzp.//
www.ncgr.orglgsdb). All data are freely
available to the public. The major goals
of GSDB are to provide the support
structure for storing sequence data and
to furnish useful data-retrieval services.

GSDB adheres to the philosophy that
the database is a “community-owned”
resource that should be simple to update
to reflect new discoveries about se-
quences. A corollary to this is GSDB’s
conviction that researchers know their
areas of expertise much better than a
database curator and, therefore, they
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should be given ownership and control
over the data they submit to the data-
base. The true role of the GSDB staff is
to help researchers submit data to and
retrieve data from the database.

GSDB Enhancements

During 1996, GSDB underwent a major
renovation to support new data types
and concepts that are important to ge-
nomic research. Tables within the data-
base were restructured, and new tables
and data fields were added. Some key
additions to GSDB include the support

of data ownership, sequence align-
ments, and discontiguous sequences.

The concept of data ownership is a cor-
nerstone to the functioning of the new
GSDB. Every piece of data (e.g., se-
quence or feature) within the database is
owned by the submitting researcher, and
changes can be made only by the data
owner or GSDB staff. This implementa-
tion of data ownership provides GSDB
with the ability to support community
(third-party) annotation—the addition
of annotation to a sequence by other
community researchers.
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In lieu of individual abstracts,
research projects and investi-
gators at NCGR are repre-
sented in this narrative. More
information can be found on
the center’s Web site (see URL

above).

This chart illustrates the
taxonomic distribution of the
1,076,481,102 base pairs in the
Genome Sequence DataBase.
About 47% of the base pairs
and 58% of the total database
records represent human

sequences (August 1997).

[Source: Adapted from chart provided
by Carol Harger, GSDB]
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