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● BAC mapped seeondm-ly to this location (ambiguous)
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● BAC mapped exclusively to this centromere
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o BAC mapped to multiple telomeres
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● BAC mapped exclusively to this telomere
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● PAC mapped to this location
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● PAC mapped to this looation (ambiguous)

BAC-PAC Map. The Total Human Genome BAC-PAC of the entire human genome. Each color dot represents a
Resource represents an important tool for understanding single BAC or PAC clone mapped by FISH to a specific
the genes responsible for human development and disease chromosome band represented in black and white. The
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(Mqx/Jwww.csmc.eduJgenetirx/korenbergJkorenberg.htn-d). clones, which are stable and useful for sequencing, have
The Resource, consisting of more than 5000 BAC and PAC been integrated with the genetic and physical chromosome
clones, covers eve)y human chromosome band and 25% maps. [Source: Julie Korenberg, Cedars-Sinai Medical Center]
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